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<210> 1 
<211> 1097 
<212> DNA 

<213> Arabidopsis thaliana 
<400> 1 

gtcgacccac gcgtccgaga agaaaaccct agatttctcc gtctctctaa tttcctttct 60 

ctctcaagct tctcagaaag tctgacactt tcgagaatct aatctccaaa tttcttgtct 120 

ttttggagaa ggaatcgaat tatgtacaag gaacgtagtg gaggaggtgg tggtgggtca 180 

tcgagatcag agatcctcgg tggagctatt gatcggaaac gaatcaacga tgcactcaat 240 

aagaaactag agaaatcttc aacttccacc accacatcta gggttttctc ttctaaagac 300 

aaagatccct tttccttcac atctactaaa actcagcttc ctgatgtgga atcggaaact 360 

gatagtgaag ggtctgatgt gagtggatcg gagggtgatg atacgtcgtg gatctcttgg 420 

ttttgtaatt tgagagggaa tgatttcttc tgtgaagtcg atgaagatta tattcaagat 480 

gatttcaatc tttgtggttt aagtggtcaa gtcccttact atgattatgc acttgatctc 540 

attttagatg ttgatgcttc caacagtgag atgtttactg atgaacagca tgaaatggtg 600 

gaatcagctg ctgagatgct atatggtctt attcatgttc gttacatttt gactactaaa 660 

ggaatggctg caatgactga gaagtacaag aactgtgatt tcgggagatg cccgagagtt 720 

ttctgttgcg gtcagtcttg tcttccagtt ggacaatccg atatcccgag atcgagtact 780 

gtgaagatat actgccctaa atgcgaggat atatcttacc cgcgatctaa attccaaggc 840 

aatattgatg gagcgtactt tggaaccaca ttccctcact tgttcttgat gacttacggg 900 

aacttaaagc cgcagaagcc tactcaaagc tatgtcccaa aaatctttgg cttcaaggta 960 

cacaaaccat gatactagtg ctctgcattc tcaatggtga tacatttagt ggctctgtaa 1020 

ttgcatccgg atgagcaact gaaacgatag ctgcggtgac tggagcatac atcaaccatt 1080 

cwndws dsk t sttcstt 1097 

<210> 2 

<2±1> 276 

<212> PRT 

<213> Arabidopsis thaliana 

<400> 2 
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Met Tyr Lys Glu Arg Ser Gly Gly Gly Gly Gly Gly Ser Ser Arg Ser 
15 10 15 

Glu lie Leu Gly Gly Ala lie Asp Arg Lys Arg lie Asn Asp Ala Leu 

20 25 30 

Asn Lys Lys Leu Glu Lys Ser Ser Thr Ser Thr Thr Thr Ser Arg Val 
35 40 45 

Phe Ser Ser Lys Asp Lys Asp Pro Phe Ser Phe Thr Ser Thr Lys Thr 
50 55 60 

Gin Leu Pro Asp Val Glu Ser Glu Thr Asp Ser Glu Gly Ser Asp Val 
65 70 75 80 

Ser Gly Ser Glu Gly Asp Asp Thr Ser Trp lie Ser Trp Phe Cys Asn 
85 90 95 

Leu Arg Gly Asn Asp Phe Phe Cys Glu Val Asp Glu Asp Tyr lie Gin 
100 105 110 

Asp Asp Phe Asn Leu Cys Gly Leu Ser Gly Gin Val Pro Tyr Tyr Asp 
115 120 125 

Tyr Ala Leu Asp Leu lie Leu Asp Val Asp Ala Ser Asn Ser Glu Met 
130 135 140 

Phe Thr Asp Glu Gin His Glu Met Val Glu Ser Ala Ala Glu Met Leu 
145 150 155 160 

Tyr Gly Leu lie His Val Arg Tyr lie Leu Thr Thr Lys Gly Met Ala 
165 170 175 

Ala Met Thr Glu Lys Tyr Lys Asn Cys Asp Phe Gly Arg Cys Pro Arg 
180 185 190 

Val Phe Cys Cys Gly Gin Ser Cys Leu Pro Val Gly Gin Ser Asp lie 
195 200 205 

Pro Arg Ser Ser Thr Val Lys lie Tyr Cys Pro Lys Cys Glu Asp lie 
210 215 220 

Ser Tyr Pro Arg Ser Lys Phe Gin Gly Asn lie Asp Gly Ala Tyr Phe 
225 230 235 240 

Gly Thr Thr Phe Pro His Leu Phe Leu Met Thr Tyr Gly Asn Leu Lys 
245 250 255 
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Pro Gin Lys Pro Thr Gin Ser Tyr Val Pro Lys lie Phe Gly Phe Lys 
260 265 270 

Val His Lys Pro 
275 
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